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PRODUCTION OF PLANTS WITH MODIFIED FATTY ACID COMPOSITION 

<130> 16518.128 

<160> 20 

<170> Patentln version 3.1 

<210> 1 

<211> 4086 

<212> DNA 

<213> Glycine max 



<220> 

<223> soybean FATB genomic clone 
<400> 1 



ttagggaaac 


aacaaggacg 


caaaatgaca 


caatagccct 


tcttccctgt 


ttccagcttt 


tctccttctc 


tctctccatc 


ttcttcttct 


tcttcactca 


gtcaggtacg 


caaacaaatc 


tgctattcat 


tcattcattc 


ctctttctct 


ctgatcgcaa 


actgcacctc 


tacgctccac 


tcttctcatt 


ttctcttcct 


ttctcgcttc 


tcagatccaa 


ctcctcagat 


aacacaagac 


caaacccgct 


ttttctgcat 


ttctagacta 


gacgttctac 


cggagaaggt 


tctcgattct 


tttctctttt 


aactttattt 


ttaaaataat 


aataatgaga 


gctggatgcg 


tctgttcgtt 


gtgaatttcg 


aggcaatggg 


gttctcattt 


tcgttacagt 


tacagattgc 


attgtctgct 


ttcctcttct 


cccttgtttc 


tttgccttgt 


ctgatttttc 


gtttttattt 


cttactttta 


atttttgggg 


atggatattt 


tttctgcatt 


ttttcggttt 


gcgatgtttt 


caggattccg 


attccgagtc 


agatctgcgc 


cggcttatac 


gacgaatttg 


ttcttattcg 


caacttttcg 


ct tgat tggc 


ttgttttacc 


tctggaatct 


cacacgtgat 


caaataagcc 


tgctatttta 


gttgaagtag 


aatttgttct 


ttatcggaaa gaattctatg gatctgttct 


gaaattggag 


ctactgtttc 


gagttgctat 


tttttttagt 


agtattaaga 


acaagtttgc 


cttttatttt 


acattttttt 


cctttgcttt 


tgccaaaagt 


ttttatgatc 


actctcttct 


gtttgtgata 


taactgatgt 


gctgtgctgt 


tattatttgt 


tatttggggt 


gaagtataat 


tttttgggtg 


aacttggagc 


atttt tagtc 


cgattgatt t 


ctcgatatca 


tttaaggcta 


aggttgacct . 


ctaccacgcg 


tttgcgtttg 


atgttttttc 


catttttttt 


ttatctcata 


tcttttacag 


tgtttgccta 


tttgcatttc 


tcttctttat 


cccctttctg 


tggaaaggtg 


ggagggaaaa 


tgtatttttt 


ttttctcttc 


taacttgcgt 


atattttgca 


tgcagcgacc 


ttagaaattc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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attatggtgg 


caacagctgc 


tacttcatca 


tttttccctg 


ttacttcacc 


ctcgccggac 


1200 


tctggtggag 


caggcagcaa 


acttggtggt 


gggcctgcaa 


accttggagg 


actaaaatcc 


1260 


aaatctgcgt 


cttctggtgg 


cttgaaggca 


aaggcgcaag 


ccccttcgaa 


aattaatgga 


1320 


accacagttg 


ttacatctaa 


agaaggcttc 


aagcatgatg 


atgatctacc 


ttcgcctccc 


1380 


cccagaactt 


ttatcaacca 


gttgcctgat 


tggagcatgc 


ttcttgctgc 


tatcacaaca 


1440 


attttcttgg 


ccgctgaaaa 


gcagtggatg 


atgcttgatt 


ggaagccacg 


gcgacctgac 


1500 


atgcttattg 

* 


acccctttgg 


gataggaaaa 


attgttcagg 


atggtcttgt 


gttccgtgaa 


1560 


aacttttcta 


ttagatcata 


tgagattggt 


gctgatcgta 


ccgcatctat 


agaaacagta 


1620 


atgaaccatt 


tgcaagtaag 


tccgtcctca 


tacaagtgaa 


tctttatgat 


cttcagagat 


1680 


gagtatgct t 


tgactaaga t 


agggctgt tt 


atttagacac 


tgtaattcaa 


tttcatatat 


1740 


agataatatc 


attctgttgt 


tacttttcat 


actatattta 


tatcaactat 


ttgcttaaca 


1800 


acaggaaact 


gcacttaatc 


atgttaaaag 


tgctgggctt 


cttggtgatg 


gctttggttc 


1860 


cacgccagaa 


atgtgcaaaa 


agaacttgat 


atgggtggtt 


actcggatgc 


aggttgtggt 


1920 


ggaacgctat 


cctacatggt 


tagtcatcta 


gattcaacca 


ttacatgtga 


tttgcaatgt 


1980 


atccatgtta 


agctgctatt 


tctctgtcta 


ttttagtaat 


ctttatgagg 


aatgatcact 


2040 


cctaaata ta 


ttcatggtaa 


t tattgagac 


ttaattatga 


gaaccaaaat 


gctttggaaa 


2100 


tttgtctggg 


atgaaaattg 


attagataca 


caagctttat 


acatgatgaa 


ctatgggaaa 


2160 


ccttgtgcaa 


cagagctatt 


gatctgtaca 


agagatgtag 


tatagcatta 


attacatgtt 


2220 


attagataag 


gtgacttatc 


cttgtttaat 


tattgtaaaa 


atagaagctg 


atactatgta 


2280 


ttctttgcat 


ttgttttctt 


accagttata 


tataccctct 


gttctgtttg 


agtactacta 


2340 


gatgtataaa 


gaatgcaatt 


attctgactt 


cttggtgttg 


ggttgaagtt 


agataagcta 


2400 


ttagtattat 


tatggttatt 


ctaaatctaa 


ttatctgaaa 


ttgtgtgtct 


atatttgctt 


2460 


caggggtgac 


atagttcaag 


tggacacttg 


ggtttctgga 


tcagggaaga 


atggtatgcg 


2520 


tcgtgattgg 


cttttacgtg 


actgcaaaac 


tggtgaaatc 


ttgacaagag 


cttccaggta 


2580 


gaaatcattc 


tctgtaattt 


tccttcccct 


ttccttctgc 


ttcaagcaaa 


ttttaagatg 


2640 


tgtatcttaa 


tgtgcacgat 


gctgattgga 


cacaatttta 


aatctttcaa 


acatttacaa 


2700 


aagttatgga 


accctttctt 


ttctctcttg 


aagatgcaaa 


tttgtcacga 


ctgaagtttg 


2760 


aggaaatcat 


ttgaattttg 


caatgttaaa 


aaagataatg 


aactacatat 


tttgcaggca 


2820 


aaaacctcta 


attgaacaaa 


ctgaacattg 


tatcttagtt 


tatttatcag 


actttatcat 


2880 


gtgtactgat 


gcatcacctt 


ggagcttgta 


atgaattaca 


tattagcatt 


ttctgaactg 


2940 
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tatgttatgg 


ttttggtgat 


ctacagtgtt 


tgggtcatga 


tgaataagct 


gacacggagg 


3000 


ctgtctaaaa 


ttccagaaga 


agtcagacag 


gagataggat 


cttattttgt 


ggattctgat 


3060 


ccaattctag 


aagaggataa 


cagaaaactg 


actaaacttg 


acgacaacac 


agcggattat 


3120 


attcgtaccg 


gtttaagtgt 


atgtcaacta 


gtttttttgt 


aattgttgtc 


attaatttct 


3180 


tttcttaaat 


tatt tcagat 


gttgctttct 


aat tagttta 


cattatgtat 


cttcattctt 


3240 


ccagtctagg 


tggagtgatc 


tagatatcaa 


tcagcatgtc 


aacaatgtga 


agtacattga 


3300 


ctggattctg 


gaggtatttt 


tctgttcttg 


tattctaatc 


cactgcagtc 


cttgttttgt 


3360 


tgttaaccaa 


aggactgtcc 


tttgattgtt 


tgcagagtgc 


tccacagcca 


atcttggaga 


3420 


gtcatgagct 


ttcttccgtg 


actttagagt 


ataggaggga gtgtggtagg 


gacagtgtgc 


3480 


tggat tccct 


gactgctgta 


tctggggccg 


acatgggcaa 


tctagctcac 


agtggacatg 


3540 


ttgagtgcaa 


gcatttgctt 


cgactcgaaa 


atggtgctga 


gattgtgagg 


ggcaggactg 


3600 


agtggaggcc 


caaacctatg 


aacaacattg 


gtgttgtgaa 


ccaggttcca 


gcagaaagca 


3660 


cctaagat tt 


tgaaatggtt 


aacggttgga 


gttgcatcag 


tctccttgct 


atgtttagac 


3720 


ttattctggc 


ctctggggag 


agttttgctt 


gtgtctgtcc 


aatcaatcta 


catatcttta 


3780 


tatccttcta 


atttgtgtta 


ctttggtggg 


taagggggaa 


aagctgcagt 


aaacctcatt 


3840 


ctctctttct 


gctgctccat 


atttcatttc 


atctctgatt 


gcgctactgc 


taggctgtct 


3900 


tcaatattta 


attgcttgat 


caaaatagct 


aggcatgtat 


attattattc 


ttttctcttg 


3960 


gctcaattaa 


agatgcaatt 


ttcattgtga 


acacagcata 


actattattc 


ttattatttt 


4020 


tgtatagcct 


gtatgcacga 


atgacttgtc 


catccaatac 


aaccgtgatt 


gtatgctcca 


4080 


gctcag 












4086 



<210> 2 

<211> 104 

<212> DNA 

<213> Glycine max 

<220> 

<223> soybean FATB intron I 

<400> 2 

caaatctgct attcattcat tcattcctct ttctctctga tcgcaaactg cacctctacg 60 
ctccactctt ctcattttct cttcctttct cgcttctcag atcc 104 



<210> 3 

<211> 839 

<212> DNA 

<213> Glycine max 
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<220> 

<223> soybean FATB intron II 
<400> 3 



ctcgattctt 


ttctctttta 


actttatttt 


taaaataata 


ataatgagag 


ctggatgcgt 


60 


ctgttcgttg 


tgaatttcga 


ggcaatgggg 


ttctcatttt 


cgttacagtt 


acagattgca 


120 


ttgtctgctt 


tcctcttctc 


ccttgtttct 


ttgccttgtc 


tgatttttcg 


tttttatttc 


180 


ttacttttaa 


tttttgggga 


tggatatttt 


ttctgcattt 


tttcggtttg 


cgatgttttc 


240 


aggattccga 


ttccgagtca 


gatctgcgcc 


ggcttatacg 


acgaatttgt 


tcttattcgc 


300 


aacttttcgc 


ttgattggct 


tgttttacct 


ctggaatctc 


acacgtgatc 


aaataagcct 


360 


gctattttag 


ttgaagtaga 


atttgttctt 


tatcggaaag 


aattctatgg 


atctgttctg 


420 


aaattggagc 


tactgtttcg 


agttgctatt 


ttttttagta 


gtattaagaa 


caagtttgcc 


480 


ttttatttta 


catttttttc 


ctttgctttt 


gccaaaagtt 


tttatgatca 


ctctcttctg 


540 


tttgtgatat 


aactgatgtg 


ctgtgctgtt 


attatttgtt 


atttggggtg 


aagtataatt 


600 


ttttgggtga 


acttggagca 


tttttagtcc 


gattgatttc 


tcgatatcat 


ttaaggctaa 


660 


ggttgacctc 


taccacgcgt 


ttgcgtttga 


tgttttttcc 


attttttttt 


tatctcatat 


720 


cttttacagt 


gtttgcctat 


ttgcatttct 


cttctttatc 


ccctttctgt 


ggaaggtggg 


780 


agggaaaatg 


tatttttttt 


ttctcttcta 


acttgcgtat 


attttgcatg 


cagcgacct 


839 



<210> 4 

<211> 169 

<212> DNA 

<213> Glycine max 

<220> 

<223> soybean FATB intron III 

<400> 4 

taagtccgtc ctcatacaag tgaatcttta tgatcttcag agatgagtat gctttgacta 60 
agatagggct gtttatttag acactgtaat tcaatttcat atatagataa tatcattctg 120 
ttgttacttt tcatactata tttatatcaa ctatttgctt aacaacagg 169 



<210> 5 

<211> 525 

<212> DNA 

<213> Glycine max 

<220> 

<223> FATB intron IV 

<400> 5 

gttagtcatc tagattcaac cattacatgt gatttgcaat gtatccatgt taagctgcta 60 
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tttctctgtc 


tattttagta 


atctttatga 


ggaatgatca 


ctcctaaata 


tattcatggt 


120 


aattattgag 


acttaattat 


gagaaccaaa 


atgctttgga 


aatttgtctg 


ggatgaaaat 


180 


tgattagata 


cacaagcttt 


atacatgatg 


aactatggga 


aaccttgtgc 


aacagagcta 


240 


ttgatctgta 


caagagatgt 


agtatagcat 


taattacatg 


ttattagata 


aggtgactta 


300 


tccttgttta 


attattgtaa 


aaatagaagc 


tgatactatg 


tattctttgc 


atttgttttc 


360 


ttaccagtta 


tatataccct 


ctgttctgtt 


tgagtactac 


tagatgtata 


aagaatgcaa 


420 


ttattctgac 


ttcttggtgt 


tgggttgaag 


ttagataagc 


tattagtatt 


attatggtta 


480 


ttctaaatct 


aattatctga 


aattgtgtgt 


ctatatttgc 


ttcag 




525 



<210> 6 

<211> 389 

<212> DNA 

<213> Glycine max 

<220> 

<22 3> FATB intron V 
<400> 6 

gtagaaatca ttctctgtaa ttttccttcc cctttccttc tgcttcaagc aaattttaag 60 

atgtgtatct taatgtgcac gatgctgatt ggacacaatt ttaaatcttt caaacattta 120 

caaaagttat ggaacccttt cttttctctc ttgaagatgc aaatttgtca cgactgaagt 180 

ttgaggaaat catttgaatt ttgcaatgtt aaaaaagata atgaactaca tattttgcag 240 

gcaaaaacct ctaattgaac aaactgaaca ttgtatctta gtttatttat cagactttat 300 

catgtgtact gatgcatcac cttggagctt gtaatgaatt acatattagc attttctgaa 360 

ctgtatgtta tggttttggt gatctacag 389 



<210> 7 

<211> 106 

<212> DNA 

<213> Glycine max 

<220> 

<223> FATB intron VI 
<400> 7 

tatgtcaact agtttttttg taattgttgt cattaatttc ttttcttaaa ttatttcaga 60 
tgttgctttc taattagttt acattatgta tcttcattct tccagt 106 



<210> 8 

<211> 82 

<212> DNA 

<213> Glycine max 
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<220> 

<223> FATB intron VII 
<400> 8 

gtatttttct gttcttgtat tctaatccac tgcagtcctt gttttgttgt taaccaaagg 60 
actgtccttt gattgtttgc ag 82 



<210> 9 

<211> 328 

<212> PRT 

<213> Glycine max 

<220> 

<223> soybean FATB enzyme 



<400> 9 
Met Glu Glu Gin 
1 

Glu Lys Gin Trp 

20 

Leu lie Asp Pro 
35 



Leu Leu Ala Ala 
5 

Met Met Leu Asp 

Phe Gly He Gly 

40 



He Thr Thr He 
10 

Trp Lys Pro Arg 
25 

Lys He Val Gin 



Phe Leu Ala Ala 
15 

Arg Pro Asp Met 
30 

Asp Gly Leu Val 
45 



Phe Arg Glu Asn 
50 

Thr Ala Ser He 
65 

Asn His Val Lys 



Phe Ser He Arg 
55 

Glu Thr Val Met 
70 

Ser Ala Gly Leu 
85 



Ser Tyr Glu He 

60 

Asn His Leu Gin 
75 

Leu Gly Asp Gly 



Gly Ala Asp Arg 



Glu Thr Ala Leu 

80 

Phe Gly Ser Thr 
95 



Pro Glu Met Cys Lys Lys Asn Leu 

100' 

Val Val Val Glu Arg Tyr Pro Thr 

115 120 



He Trp Val Val Thr Arg Met Gin 
105 110 

Trp Gly Asp He Val Gin Val Asp 

125 



Thr Trp Val Ser 
130 

Leu Arg Asp Ser 
145 

Trp Val Met Met 



Glu Val Arg Gin 

180 

Leu Glu Glu Asp 
195 

Asp Tyr He Arg 
210 



Gly Ser Gly Lys 
135 

Lys Thr Gly Glu 
150 

Asn Lys Leu Thr 
165 

Glu He Gly Ser 



Asn Arg Lys Leu 

200 

Thr Gly Leu Ser 
215 



Asn Gly Met Arg 

140 

He Leu Thr Arg 
155 

Arg Arg Leu Ser 
170 

Tyr Phe Val Asp 
185 

Thr Lys Leu Asp 



Pro Arg Trp Ser 

220 



Arg Asp Trp Leu 



Ala Ser Ser Val 

160 

Lys He Pro Glu 
175 

Ser Asp Pro He 
190 

Asp Asn Thr Ala 
205 

Asp Leu Asp He 
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Asn Gin His Val Asn Asn Val Lys Tyr He Gly Trp He Leu Glu Ser 
225 230 235 240 

Ala Pro Gin Pro He Leu Glu Ser His Glu Leu Ser Ser Met Thr Leu 

245 250 255 

Glu Tyr Arg Arg Glu Cys Gly Arg Asp Ser Val Leu Asp Ser Leu Thr 

260 265 270 

Ala Val Ser Gly Ala Asp Met Gly Asn Leu Ala His Ser Gly His Val 
275 280 285 



Glu Cys Lys His Leu Leu Arg Leu Glu Asn Gly Ala Glu He Val Arg 
290 295 300 

Gly Arg Thr Glu Trp Arg Pro Lys Pro Val Asn Asn Phe Gly Val Val 
305 310 315 320 

Asn Gin Val Pro Ala Glu Ser Thr 

325 



<210> 10 

<211> 1856 

<212> DNA 

<213> Glycine max 

<220> 

<223> soybean FATB partial genomic clone 

<400> 10 



ttagggaaac 


aacaaggacg 


caaaatgaca 


caatagccct 


tcttccctgt 


ttccagcttt 


60 


tctccttctc 


tctctccatc 


ttcttcttct 


tcttcactca 


gtcaggtacg 


caaacaaatc 


120 


tgctattcat 


tcattcattc 


ctctttctct 


ctgatcgcaa 


actgcacctc 


tacgctccac 


180 


tcttctcatt 


ttctcttcct 


ttctcgcttc 


tcagatccaa 


ctcctcagat 


aacacaagac 


240 


caaacccgct 


ttttctgcat 


ttctagacta 


gacgttctac 


cggagaaggt 


tctcgattct 


300 


tttctctttt 


aactttattt 


ttaaaataat 


aataatgaga 


gctggatgcg 


tctgttcgtt 


360 


gtgaatttcg 


aggcaatggg 


gttctcattt 


tcgttacagt 


tacagattgc 


attgtctgct 


420 


ttcctcttct 


cccttgtttc 


tttgccttgt 


ctgatttttc 


gtttttattt 


cttactttta 


480 


atttttgggg 


atggatattt 


tttctgcatt 


ttttcggttt 


gcgatgtttt 


caggattccg 


540 


attccgagtc 


agatctgcgc 


cggcttatac 


gacgaatttg 


ttcttattcg 


caacttttcg 


600 


cttgattggc 


ttgttttacc 


tctggaatct 


cacacgtgat 


caaataagcc 


tgctatttta 


660 


gttgaagtag 


aatttgttct 


ttatcggaaa 


gaattctatg 


gatctgttct 


gaaattggag 


720 


ctactgtttc 


gagttgctat 


tttttttagt 


agtattaaga 


acaagtttgc 


cttttatttt 


780 


acattttttt 


cctttgcttt 


tgccaaaagt 


ttttatgatc 


actctcttct 


gtttgtgata 


840 
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( 



taactgatgt 


gctgtgctgt 


tattatttgt 


tatttggggt 


gaagtataat 


tttttgggtg 


900 


aacttggagc 


atttttagtc 


cgat tgattt 


ctcgatatca 


tttaaggcta 


aggttgacct 


960 


ctaccacgcg 


tttgcgtttg 


atgttttttc 


catttttttt 


i 

ttatctcata 


tcttttacag 


1020 


tgtttgccta 


tttgcatttc 


tcttctttat 


cccctttctg 


tggaaggtgg 


gagggaaaat 


1080 


gtattttttt 


tttctcttct 


aacttgcgta 


tattttgcat 


gcagcgacct 


tagaaattca 


1140 


ttatggtggc 


aacagctgct 


acttcatcat 


ttttccctgt 


tacttcaccc 


tcgccggact 


1200 


ctggtggagc 


aggcagcaaa 


cttggtggtg 


ggcctgcaaa 


ccttggagga 


ctaaaatcca 


1260 


aatctgcgtc 


ttctggtggc 


ttgaaggcaa 


aggcgcaagc 


cccttcgaaa 


attaatggaa 


1320 


ccacagttgt 


tacatctaaa 


gaaggcttca 


agcatgatga 


tgatctacct 


tcgcctcccc 


1380 


ccagaacttt 


tatcaaccag 


ttgcctgatt 


ggagcatgct 


tcttgctgct 


atcacaacaa 


1440 


ttttcttggc 


cgctgaaaag 


cagtggatga 


tgcttgattg 


gaagccacgg 


cgacctgaca 


1500 


tgcttattga 


cccctttggg 


ataggaaaaa 


ttgttcagga 


tggtcttgtg 


ttccgtgaaa 


1560 


acttttctat 


tagatcatat 


gagattggtg 


ctgatcgtac 


cgcatctata 


gaaacagtaa 


1620 


tgaaccattt 


gcaagtaagt 


ccgtcctcat 


acaagtgaat 


ctttatgatc 


ttcagagatg 


1680 


agtatgcttt 


gactaagata 


gggctgttta 


tttagacact 


gtaattcaat 


ttcatatata 


1740 


gataatatca 


ttctgttgtt 


acttttcata 


ctatatttat 


atcaactatt 


tgcttaacaa 


1800 


caggaaactg 


cacttaatca 


tgttaaaagt 


gctgggcttc 


ttggtgatgg 


ctggta 


1856 



<210> 11 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer Fl 

<400> 11 

gcggccgccc cgggttaggg aaacaacaag gacg 34 



<210> 12 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer F2 

<400> 12 

gcggccgccc cgggcagtca gatccaactc ctca 34 
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<210> 13 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer F3 
<400> 13 

gcggccgccc cgggattggt gctgatcgta ccgc 



<210> 14 

<211> 38 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer Rl 

<400> 14 

gcggccgcgg taccccccct tacccaccaa agtatcac 

<210> 15 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer R2 

<400> 15 

gcggccgcgg taccaaactc tccccaggga acca 

<210> 16 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer R3 

<400> 16 

gcggccgcgg taccagccat caccaagaag ccca 

<210> 17 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer 18133 

<400> 17 

gaattcctcg agctcgattc ttttctcttt taacttt 
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<210> 18 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> Oligonucleotide primer 18134 

<400> 18 

gaattcctcg agcatgcaaa atatacgcaa gttagaa 37 



<210> 19 

<211> 854 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR product containing soybean FATB intron II 

<400> 19 



agctcgattc 


ttttctcttt 


taactttatt 


tttaaaataa 


taataatgag 


60 


gtctgttcgt 


tgtgaatttc 


gaggcaatgg 


ggttctcatt 


ttcgttacag 


120 


cattgtctgc 


tttcctcttc 


tcccttgttt 


ctttgccttg 


tctgattttt 


180 


tcttactttt 


aatttttggg 


gatggatatt 


ttttctgcat 


tttttcggtt 


240 


tcaggattcc 


gattccgagt 


cagatctgcg 


ccggcttata 


cgacgaattt 


300 


gcaacttttc 


gcttgattgg 


cttgttttac 


ctctggaatc 


tcacacgtga 


360 


ctgctatttt 


agttgaagta 


gaatttgttc 


tttatcggaa 


agaattctat 


420 


tgaaattgga 


gctactgttt 


cgagttgcta 


ttttttttag 


tagtattaag 


480 


ccttttattt 


tacatttttt 


tcctttgctt 


ttgccaaaag 


tttttatgat 


540 


tgtttgtgat 


ataactgatg 


tgctgtgctg 


ttattatttg 


ttatttgggg 


600 


ttttttgggt 


gaacttggag 


catttttagt 


ccgattgatt 


tctcgatatc 


660 


aaggttgacc 


tctaccacgc 


gtttgcgttt 


gatgtttttt 


ccattttttt 


720 


atcttttaca 


gtgtttgcct 


atttgcattt 


ctcttcttta 


tcccctttct 


780 


ggagggaaaa 


tgtatttttt 


ttttctcttc 


taacttgcgt 


atattttgca 


840 


attc 










854 



tgctcgagga attc 

<210> 20 

<211> 1688 

<212> DNA 

<213> Glycine max 

<220> 

<223> soybean FATB cDNA 

<400> 20 



10 
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acaattacac 


tgtctctctc 


ttttccaaaa 


ttagggaaac 


aacaaggacg 


caaaatgaca 


60 

r. 


caatagccct 


tcttccctgt 


ttccagcttt 


tctccttctc 


tctctctcca 


tcttcttctt 


12.0, 


cttcttcact 


cagtcagatc 


caactcctca 


gataacacaa 


gaccaaaccc 


gctttttctg 


180 


catttctaga 


ctagacgttc 


taccggagaa 


gcgaccttag 


aaattcatta 


tggtggcaac 


240 


agctgctact 


tcatcatttt 


tccctgttac 


ttcaccctcg 


ccggactctg 


gtggagcagg 


300 


cagcaaactt 


ggtggtgggc 


ctgcaaacct 


tggaggacta 


aaatccaaat 


ctgcgtcttc 


360 


tggtggcttg 


aaggcaaagg 


cgcaagcccc 


ttcgaaaatt 


aatggaacca 


cagttgttac 


420 


atctaaagaa 


agcttcaagc 


atgatgatga 


tctaccttcg 


cctcccccca 


gaacttttat 


480 


caaccagttg 


cctgattgga 


gcatgcttct 


tgctgctatc 


acaacaattt 


tcttggccgc 


540 


tgaaaagcag 


tggatgatgc 


ttgattggaa 


gccacggcga 


cctgacatgc 


ttattgaccc 


600 


ctttgggata 


ggaaaaattg 


ttcaggatgg 


tcttgtgttc 


cgtgaaaact 


tttctattag 


660 


atcatatgag 


attggtgctg 


atcgtaccgc 


atctatagaa 


acagtaatga 


accatttgca 


720 


agaaactgca 


cttaatcatg 


ttaaaagtgc 


tgggcttctt 


ggtgatggct 


ttggttccac 


780 


gccagaaatg 


tgcaaaaaga 


acttgatatg 


ggtggttact 


cggatgcagg 


ttgtggtgga 


840 


acgctatcct 


acatggggtg 


acatagttca 


agtggacact 


tgggtttctg 


gatcagggaa 


900 


gaatggtatg 


cgtcgtgatt 


ggcttttacg 


tgactccaaa 


actggtgaaa 


tcttgacaag 


960 


agcttccagt 


gtttgggtca 


tgatgaataa 


gctaacacgg 


aggctgtcta 


aaattccaga 


1020 


agaagtcaga 


caggagatag 


gatcttattt 


tgtggattct 


gatccaattc 


tggaagagga 


1080 


taacagaaaa 


ctgactaaac 


ttgacgacaa 


cacagcggat 


tatattcgta 


ccggtttaag 


1140 


tcctaggtgg 


agtgatctag 


atatcaatca 


gcatgtcaac 


aatgtgaagt 


acattggctg 


1200 


gattctggag 


agtgctccac 


agccaatctt 


ggagagtcat 


gagctttctt 


ccatgacttt 


1260 


agagtatagg 


agagagtgtg 


gtagggacag 


tgtgctggat 


tccctgactg 


ctgtatctgg 


1320 


ggccgacatg 


ggcaatctag 


ctcacagcgg 


gcatgttgag 


tgcaagcatt 


tgcttcgact 


1380 


ggaaaatggt 


gctgagattg 


tgaggggcag 


gactgagtgg 


aggcccaaac 


ctgtgaacaa 


1440 


ctttggtgtt 


gtgaaccagg 


ttccagcaga 


aagcacctaa 


gatttgaaat 


ggttaacgat 


1500 


tggagttgca 


tcagtctcct 


tgctatgttt 


agacttattc 


tggttccctg 


gggagagttt 


1560 


tgcttgtgtc 


tatccaatca 


atctacatgt 


ctttaaatat 


atacaccttc 


taattt'gtga 


1620 


tactttggtg 


ggtaaggggg 


aaaagcagca 


gtaaatctca 


ttctcattgt 


aattaaaaaa 


1680 


aaaaaaaa 












1688 
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